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Michael Behe defends Intelligent Design Theory

Post categories: Religion Comments

William Crawley | 10:26 UK time, Monday, 29 November 2010 !] V|

On this week's Sunday Sequence, the
American biochemist Dr Michael Behe
explained why he believes Intelligent
Design Theory is a scientific proposition
rather than a religous belief. Behe
accepts much that is widely taught within
contemporary science -- including
common descent and a universe that is
billions of years old -- but argues that
Darwian explanations of human evolution
fail to make sense of the "irreducible
complexity" that can be seen in the
world.

I speak to him about that claim, and
about the scientists who say they can
give perfectly good evolutionary accounts
of the examples he raises, and we discuss
some of the evidence he gave in the 2005 Kitzmiller case in Dover, Pennsylvania, when
Judge John E. Jones found that Intelligent Design Theory was a religious claim rather than
science and ruled that it had no place in the state's science classrooms.

Judge Jones is also a committed Christian and was appointed to the federal bench by
George W Bush. I also talk to Michael Behe, was was in Belfast as part of a UK speaking
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Type 3 secretion system ttss or T3SS also called Injectisome or

Injectosome
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“EVOILUTION IN(BROWNIAN)
SPACE
8 model for the origin of the
bactenal Hagellum”™

Nicholas Joseph Matzke

hip/www talkreason. org
articles/flagellum cim
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Medini D, Covacci, A, Donati, C (2006). 'Protein homology network
families reveal step—wise diversification of type lll and type IV

secretion systems'. PLoS Computational Biology 2: 1543-1551
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Gophna U, Ron EZ, Graur D (July 2003). 'Bacterial type lll secretion
systems are ancient and evolved by multiple horizontal-transfer

events'.
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There are three competing hypotheses:[22] first, that the flagellum

evolved first and the T3SS is derived from that structure, second, that



the T3SS evolved first and the flagellum is derived from it, and third,

that the two structures are derived from a common ancestor.

Saier, M (2004). 'Evolution of bacterial type Il protein secretion

systems'. Trends in Microbiology 12 (3): 113-115.
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Architecture of a Nagellar apparatus in the
fast-swimming magnetotactic bacterium MO-|
Ruan. ¢t al. wayw pnas org/cev/dor/10.1073/pnas 1215274109
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Architecture of a Hagellar apparatus in the
fast-=swimming magnetotactic bacterium MoO-|
Ruan. ct al. warw pnas. org/cevdor/10.10753/pnas 1215274109
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