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Bacterophage: 0X174: 0.000,003,6 / bacteriophage: T2: 0.000,2 /
colon bacteria: 0.004,7 / yeast: 0.07 / snail: 0.67 / sea urchin: 0.90 /
chicken: 1.3 / duck: 1.3 / carp: 1.6 / green turtle: 2.6 / cattle: 2.8 /
man: 3.2 / toad: 3.7 / frog: 7.5 | protopterus (lungfish): 50 /

amphiuma (amphibian): 84.
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Number of protein coding genes
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The total genome size and the number of genes in viruses, bacteria, archaea, and eukaryotes.
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Goff, S.A. et al. 2002. A draft sequence of the rice genome (Oryza

sativa L. ssp. japonica). Science 296: 92-100.
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Online Auction - January 28 — February 9 CH
By Shirsen wnz’-l:E in
TERVEWS | EamTH on Feb 07, 2011

Winner for largest number of genes in any
animal known so far ... a water fleal

00 SEC PODCAST DOWNLOAD

AdCholces B Animal Cell = DMNA Genes b &bout Genes B Genes Gens

A common water flea species, tiny and translucent Daphnia pwlex, currently holds the record f

highest number of genes among all animals that have been gens sequenced so far. 1t is also r'e first
crustacesn species to be gene sequenced. This tiny cresture, just visible to the unaided sys,
possessas sbout 21,000 genes!
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“More complex organisms generally have more DNA per cell than do
simpler ones, but this rule has conspicuous exceptions. Man is far
from the top of the list, being exceeded by Amphiuma [an apode
amphibian]. Protopterus [a lungfish], and even ordinary frogs and

toads. Why this should be so has long been a puzzle.”

Theodosius Dobzhansky, Genetics of the Evolutionary Process, pp.

17-18.
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“It might reasonably be thought that the amount of DNA in the
genome would increase pretty steadily as we advance up the
evolutionary scale. But in fact measurements of total DNA content are
quite confusing. While the mammalian cell seems to have about 8§00
times more DNA than a bacterium, toads (to take an example) have

very much more than mammals, including man, while the organism



with most DNA (of those so far studied) is the lily, which can have

from 10,000 to 100,000 times as much DNA as a bacterium!”

G.R. Taylor, Great Evolution Mystery (1983), p. 174.
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