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Definition



A type of genetic variant where part of one chromosome has moved,
usually to another, non—homologous, chromosome. Rarely, it can
also move to another part of the same chromosome. In both cases,

there is no net loss or gain of genetic material.

https://www.genomicseducation.hee.nhs.uk/glossary/balanced-
translocation f#:~:text=Definition,or%20gain%200f%20genetic%2(0mate

rial.
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Balanced Translocation and Recurrent Miscarriage, Krissi Danielsson
Updated on May 18, 2020. https://www.verywellfamily.com/balanced-

translocation—and-recurrent—-miscarriage-2371840



Parental Balanced Translocation & Miscarriage,
https://www.uranj.com/blog/parental-balanced-translocation—

miscarriage
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Fusion Site is in the middle of a functional
gene (DDX11L2) and encodes a transcription
factor binding site (in reverse complement)

Alleged fusion site
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Transcription factor binding
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Transcription Facton Binding 10 the Alleged Fusion Site
POLRZA ANA polymerase two Fatal

Ty Zine Finger And BT Domain Containing 1) Ahatt syndromae (autivm like
wmptoms), cancer

NR2C2 Nudlear Receptor Subfamily 2, Group C, Member 2 Varlous cancers, mental retardation,
progeris
L1} Transcription Factor Specificity Protein | Various cancers, metabolic disorderns

NR2F2 Nuclear Receptor Sublamily 2, Group ¥, Member 2 Severe developmental and growth

dihorden

RUNXY Runt.related transcription factor 3, Various cancers

PHIS PHD Finger Protein 8 Developmental disorders, mental
retardation

SIN3A SINS Homolog A, Transcription Regulator Various cancers, mental retardstion

nesy N1 Sdencing Transcription Factor Neuromuscular and sutolmmune
dnorden

TAFL RNA Polymerase |I, TATA Box Binding Protein (TRP). Fatal

Associated

AXRA Retinold X Receptor, Alphs Severe dewelopmental and growth

disorden
X! int b P Vario
Mxi MAX interactor 1, Dimerization Protein us cancerns
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“I show mutliple lines of evidence in my
paper that the DDX11L2 gene 1s fully
functional and coexpressed with the DDXI11L
protein coding gene in the exact same tissues.
[ also show that 1t 1s related to top-level
cellular processes that maintain basic life
functions like cellular signaling and blood
cell development.”

-Dr. Jeffrey Tomkins

Alleged Human Chromosome 2
“Fusion Site” Encodes an Active DNA
Binding Domain Inside a Complex
and Highly Expressed Gene—
Negating Fusion

Dr. Jeffrey P. Tomkins

Answers Research Journal
160 Ocitober 203
MIDS //answersingeness org/genetics

punk-dnathe-smel-of-change-n-our-understanding-of
psevdogenss
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It’s becoming harder and harder for
theoretical evolution to thrive and
be successful because everything

we're studying and finding out now
about the genome especially in the
area of biomedical genetics is
overturning evolution.
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Defenders Of The Evolutionary
‘Consensus’ Could Benefit From More
FFact Checking

Cascy Luskin, The Blaze, Aug. 27, 2014
www.theblaze comvcontributions/defenders-of-the-
evolutionary -consensus-could-benefit-from-more-fact-
checking-2
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Human Chromosome 2
(allegedly two fused chimp chromosomes)
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"So we should be able to look at our genome, and
discover that one of our chromosomes resulted
from the fusion of two primate chromosomes. So
we should be able to look around our genome and
you know what? If we don't find it? Evolution is

wrong - we don't share a common ancestor."

-Dr. Kenneth Miller, “Collapse of Intelligent Design” lecture
At Case Western University

hitp://www.youtube.com/watch?v=Ohd5SuqzlwsU
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A change in the number of chromosomes can cause problems with

growth, development, and function of the body's systems.

https://medlineplus.gov/genetics /understanding/mutationsanddisorder

s/chromosomalconditions/
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