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It turns out that the human Y chromosome is extremely homogenous

across the world.

Dorit, RL; Akashi, H; Gilbert, W (May 1995). '"Absence of
polymorphism at the ZFY locus on the human Y chromosome".

Science. 268 (5214): 1183-85.
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Y e ggiia g ad Y agisag S (o) RIS aly Jlagl G las ALB cilidua) dlia

There is very little variation among men and no “ancient” or highly

divergent Y chromosome has ever been found.



Jobling and Tayler—-Smith 2003.
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Ke, Yuehai (2001). "African Origin of Modern Humans in East Asia: A

Tale of 12,000 Y Chromosomes'. Science. 292 (5519): 1151-53.
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E. Elhaik et al., “The ‘Extremely Ancient’ Chromosome That Isn’t: A
Forensic Bioinformatic Investigation of Albert Perry’s X-Degenerate
Portion of the Y Chromosome,” European Journal of Human Genetics

(January 22, 2014),
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Y-chromosome Adam and the Cambrian explosion: 22 January 2011



Gibbons, A., 1993. Mitochondrial Eve refuses to die. Science,

259(5099)1249-1250
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Figure 1| Comparison of chimpanzee and human Y chromosomes.

a, Schematic representations of chromosomes. cen, centromere; Yp, short
arm; Yq, long arm. For both chromosomes, the MSY is indicated. Six
sequence classes are shown, four of which are MSY euchromatin. (‘Other’
denotes MSY single-copy sequences that are not X-degenerate or
X-transposed.) Chromosomes are drawn to scale, with the exception of the
large heterochromatic block on human Yq. b, Sizes (in Mb) of four MSY
euchromatin sequence classes in chimpanzee and human. ¢, Percentages of
ampliconic and X-degenerate sequences present on chimpanzee Y
chromosome that are also present on human Y chromosome, and vice versa.
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the difference in MSY gene content in chimpanzee and human is more
comparable to the difference in autosomal gene content in chicken

and human,

http://johnhawks.net/weblog/reviews /chimpanzees/genetics/chimpanz

ee-y—chromosome-2(010.html
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Humans

The human Y chromosome has been fully sequenced for the
first time
The Y chromosome, which normally confers male characteristics, features large amounts

of repetitive DNA, which meant it was difficult to compile a complete sequence until now
By Michael Le Page

B9 23 August 2023
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https://www.newscientist.com/article/2388720—-the—human-y—

/chromosome—has—been—fuIIy—sequenced—for—the—first—time
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https://www.newscientist.com/article/2388720-the-human-y-chromosome-has-been-fully-sequenced-for-the-first-time/
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Humans by the Numbers: Chromosomes, DNA & Genes
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2.2 x 10-5 mutations per generation,



Assembly of 43 diverse human Y chromosomes reveals extensive

complexity and variation
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Sanford, J. 2008. Genetic Entropy and the Mystery of the Genome,

3rd ed. Waterloo, NY: FMS Publications.

Sanford, J. C. and R. W. Carter. 2014. In Light of Genetics...Adam,
Eve, and the Creation/Fall. Christian Apologetics Journal. 12 (2): 51-

98.

BasS CBUile 8 dids il Gulde g8 LS 138 (e o) (o3 Ll Jara L

Conrad, D. F. et al. 2011. Variation in genome—-wide mutation rates
within and between human families. Nature Genetics. 43 (7): 712-

714.
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Elhaik, E., Tatarinova, T., Klyosov, A. et al. The ‘extremely ancient’
chromosome that isn’t: a forensic bioinformatic investigation of Albert
Perry’s X-degenerate portion of the Y chromosome. Eur J Hum Genet

22, 1111-1116.(2014) https://www.nature.com/articles/ejhg2013303
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Sanford, J. C. and R. W. Carter. 2014. In Light of Genetics...Adam,
Eve, and the Creation/Fall. Christian Apologetics Journal. 12 (2): 51-

98.

Xue, Y. et al. 2009. Human Y Chromosome Base—Substitution
Mutation Rate Measured by Direct Sequencing in a Deep—Rooting

Pedigree. Current Biology. 19 (17): 1453-1457.
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Tennessen, J. A. et al. 2012. Evolution and Functional Impact of Rare

Coding Variation from Deep Sequencing of Human Exomes. Science.

337 (6090): 64-69.

Fu, W. et al. 2013. Analysis of 6,515 exomes reveals the recent

origin of most human protein—-coding variants. Nature. 493 (7431):

216-220.
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Analysis of shared haplotype lengths around f2 variants suggests a

median common ancestor ~296 generations ago (7,410 to 8,892

years ago), although those confined within a population tend to be



younger, with a shared common ancestor ~143 generations ago

(3,570 to 4,284 years ago).

The 1000 Genomes Project Consortium. 2015. A global reference for

human genetic variation. Nature. 526 (7571): 68-74.
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Hughes, J.F., et al., Chimpanzee and human Y chromosomes are
remarkably divergent in structure and gene content, Nature 463:536—

539, 2010
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